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Eavouﬂl'ypersoeﬂir‘]hg? B Gross Media Solutions. GmbH.Wizb Thep | i oy aaphat o Sy pytuvate or 4-hydrxyphenyipyruvate. The further steps Dro%eéSVIgr:oii;rfgephe"yl ! § s HYPOXANTHINE DEAMINASE N CLYCINE NHy  2H,0 IMIDAZOLE GLYOIXA}}UREA & Nuc‘eos'de) } (N'Cgﬁﬁm'g; < HE - ICOTINE ) /’ : " N)\\N N TCHs Prerne NADP" ™ PR e
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